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%1 Lindeman NI, Cagle PT, Aisner DL, et al. Updated Molecular Testing Guideline for the Selection of Lung Cancer Patients for
Treatment With Targeted Tyrosine Kinase Inhibitors: Guideline From the College of American Pathologists, the International
Association for the Study of Lung Cancer, and the Association for Molecular Pathology. J Mol Diagn. 2018 Mar;20(2):129-159.

%2 Belli C, Penault-Llorca F, Ladanyi M, et al. ESMO recommendations on the standard methods to detect RET fusions and mutations
in daily practice and clinical research. Ann Oncol. 2021 Mar;32(3):337-350.

%3 Chakravarty D, Johnson A, Sklar J, et al. Somatic Genomic Testing in Patients with Metastatic or Advanced Cancer: ASCO
Provisional Clinical Opinion. Journal of Clinical Oncology 2022 40:11, 1231-1258

¥4 Major US guidelines for NSCLC and CRC
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AREDDNA/SRIV (517 8(5F:SNV.MNV.Indel*)

ABL1 BRCA2 CTNNBT EWSR1 GATAT IDH2 MAP3K13 NOTCH3 PNRC1 RPS6KA4 STK40
ABL2 BRD4 CUL3 EZH2 GATA2 IFNGR1 MAP3K14 NOTCH4 POLDT RPS6KB1 SUFU
ACVR1 BRIP1 Cux1 FAM123B GATA3 IGF1 MAP3K4 NPM1 POLE RPS6KB2 SUz12
ACVR1B BTG1 CXCR4 FAM175A GATA4 IGF1R MAPK1 NRAS PPARG RPTOR SYK
AKT1 BTK CYLD FAM46C GATA6 IGF2 MAPK3 NRGT PPM1D RUNX1 TAF1
AKT2 C11orf30 DAXX FANCA GENT IKBKE MAX NSD1 PPP2R1A RUNXI1T1 TBX3
AKT3 CALR DCUNI1D1 FANCC GID4 IKZF1 MCL1 NTRK1 PPP2R2A RYBP TCEB1
ALK CARD11 DDR2 FANCD2 GLI IL10 MDC1 NTRK2 PPP6C SDHA TCF3
ALOX12B CASP8 DDX41 FANCE GNAT1 IL7R MDM2 NTRK3 PRDM1 SDHAF2 TCF7L2
ANKRDT1 CBFB DHX15 FANCF GNA13 INHA MDMA4 NUP93 PREX2 SDHB TERC
ANKRD26 CBL DICERT FANCG GNAQ INHBA MED12 NUTM1 PRKARTA SDHC TERT
APC CCND1 DIS3 FANCI GNAS INPP4A MEF2B PAK1 PRKCI SDHD TET1
AR CCND2 DNAJBT FANCL GPR124 INPP4B MENT PAK3 PRKDC SETBP1 TET2
ARAF CCND3 DNMT1 FAS GPS2 INSR MET PAK7 PRSS8 SETD2 TFE3
ARFRP1 CCNE1 DNMT3A FAT1 GREM1 IRF2 MGA PALB2 PTCH1 SF3B1 TFRC
ARIDTA CD274 DNMT3B FBXW7 GRIN2A IRF4 MITF PARK2 PTEN SH2B3 TGFBR1
ARID1B CD276 DOTIL FGF1 GRM3 IRST MLH1 PARP1 PTPN11 SH2D1A TGFBR2
ARID2 CD74 E2F3 FGF10 GSK3B IRS2 MLL/KMT2A PAX3 PTPRD SHQ1 TMEM127
ARID5B CD79A EED FGF14 H3F3A JAK1 MLLT3 PAX5 PTPRS SLIT2 TMPRSS2
ASXL1 CD79B EGFL7 FGF19 H3F3B JAK2 MPL PAX7 PTPRT SLX4 TNFAIP3
ASXL2 CDC73 EGFR FGF2 H3F3C JAK3 MRETIA PAX8 QKI SMAD2 TNFRSF14
ATM CDH1 EIFTAX FGF23 HGF JUN MSH2 PBRM1 RAB35 SMAD3 TOP1
ATR CDK12 EIF4A2 FGF3 HISTIH1C KAT6A MSH3 PDCD1 RACT SMAD4 TOP2A
ATRX CDK4 EIF4E FGF4 HISTTH2BD KDMS5A MSH6 PDCDILG2 RAD21 SMARCA4 TP53
AURKA CDK6 EML4 FGF5 HISTTH3A KDMSC MST1 PDGFRA RAD50 SMARCB1 TP63
AURKB CDK8 EP300 FGF6 HISTTH3B KDMEA MSTIR PDGFRB RADS51 SMARCD1 TRAF2
AXINT CDKNTA EPCAM FGF7 HISTIH3C KDR MTOR PDK1 RAD51B SMCI1A TRAF7
AXIN2 CDKN1B EPHA3 FGF8 HISTTH3D KEAP1 MUTYH PDPK1 RAD51C SMC3 TSC1
AXL CDKN2A EPHAS5 FGF9 HISTTH3E KEL MYB PGR RAD51D SMO TSC2
B2M CDKN2B EPHA7 FGFR1 HISTTH3F KIF5B Mmyc PHF6 RAD52 SNCAIP TSHR
BAP1 CDKN2C EPHB1 FGFR2 HISTTH3G KIT MYCL1 PHOX2B RAD54L SOCs1 U2AF1
BARD1 CEBPA ERBB2 FGFR3 HISTTH3H KLF4 MYCN PIK3C2B RAF1 SOX10 VEGFA
BBC3 CENPA ERBB3 FGFR4 HISTTH3I KLHLG MYD88 PIK3C2G RANBP2 SOX17 VHL
BCL10 CHD2 ERBB4 FH HIST1H3J KRAS MYOD1 PIK3C3 RARA SOX2 VTCN1
BCL2 CHD4 ERCC1 FLCN HISTZH3A LAMP1 NAB2 PIK3CA RASAT SOX9 WISP3
BCL2L1 CHEK1 ERCC2 FLIT HIST2H3C LATST NBN PIK3CB RB1 SPEN WT1
BCL2L11 CHEK2 ERCC3 FLT1 HISTZH3D LATS2 NCOA3 PIK3CD RBM10 SPOP XIAP
BCL2L2 cic ERCC4 FLT3 HIST3H3 LMO1 NCOR1 PIK3CG RECQL4 SPTA1 XPO1
BCL6 CREBBP ERCCS FLT4 HNF1A LRP1B NEGR1 PIK3R1 REL SRC XRCC2
BCOR CRKL ERG FOXA1 HNRNPK LYN NF1 PIK3R2 RET SRSF2 YAP1
BCORL1 CRLF2 ERRFIT FOXL2 HOXB13 LZTR1 NF2 PIK3R3 RFWD2 STAGT YEST
BCR CSF1R ESR1 FOXO1 HRAS MAGI2 NFE2L2 PIM1 RHEB STAG2 ZBTB2
BIRC3 CSF3R ETS1 FOXP1 HSD3B1 MALT1 NFKBIA PLCG2 RHOA STAT3 ZBTB7A
BLM CSNK1A1 ETV1 FRS2 HSPY0AA1 MAP2K1 NKX2-1 PLK2 RICTOR STAT4 ZFHX3
BMPRIA CTCF ETV4 FUBP1 ICOSLG MAP2K2 NKX3-1 PMAIPT RIT1 STAT5A ZNF217
BRAF CTLA4 ETVS FYN D3 MAP2K4 NOTCH1 PMST RNF43 STAT5B ZNF703
BRCAT CTNNAT ETV6 GABRA6 IDH1 MAP3K1 NOTCH2 PMS2 ROST STK11 ZRSR2
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BIEFVANW$H 2S5/ LOR (Genomic Findings with Evidence of Clinical Significance).
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illumina’ | TruSight™ Oncology Comprehensive (JP) l FOR IN VITRO DIAGNOSTIC USE  Report Date 2023-02-07

sample 0 DNAS Run QC < PASS fun ID 230206_NDX550320_0012_AHNYGGBDXX
Tumor Type  Other solid tumor RNA External Control & NTC N/A Analysis Date 2023-02-07
Sex Unknown RNA Library QC N/A Knowledge Base Version 8.1.0.0

DNA Extemnal Control & NTC + PASS Knowledge Base Published Date 2022-11-01

DNA Library QC + PASS Module Version 2.5.1.55

L bna Msi QC 7 PASS Claims Package Version 1.1.0.0

L DNA Small Variant & TMB QC 7 PASS

L DNA Copy Number Variant QC / PASS

The genomic findings reported below, for variants or biomarkers identified in this sample, are intended to provide tumor
profiling information in accordance with professional guidelines.

Alterations and Biomarkers Identified

Genomic Findings with Evidence of Clinical Significance *

Jetected Variants Details

RAF p.(Val600Glu) Type: SNV
VAF: 10.86% | Consequence: Missense Variant | Nucleotide Change: NM_004333.6:¢.1799T>A | Genomic

Position: chr7:140453136 | Reference Allele: A | Alternate Allele: T

Genomic Findings with Potential Clinical Significance *

TMB: 6.3 Mut/Mb MSI: MS-Stable

Detected Variants Details

AKT1 p.(Glul7Lys) Type: SNV

VAF: 7.8% | Consequence: Missense Variant, Splice Region Variant | Nucleotide Change:
NM_001014432.2:c.49G>A; NM_001382430.1:c.49G>A | Genomic Position: chrl4:105246551 |
Reference Allele: C | Alternate Allele: T

APC p.(Arg1450Ter)

Type: SNV
VAF: 10.08% | Consequence: Stop Gained | Nucleotide Change: NM_000038.6:¢.4348C>T | Genomic
Position: chr5:112175639 | Reference Allele: C | Alternate Allele: T

APC p. pe: Insertion

(Thr1556AsnfsTer3) VAF: 7.98% | Consequence: Frameshift Variant | Nucleotide Change: NM_000038.6:c.4666dup |
Genomic Position: chr5:112175951 | Reference Allele: G | Alternate Allele: GA

ATM p. Type: Deletion

(Cys353SerfsTer5) VAF: 6.44% | Consequence: Frameshift Variant | Nucleotide Change: NM_000051.4:¢.1058_1059del |

Genomic Position: ¢chr11:108117845 | Reference Allele: CTG | Alternate Allele: C

cTNNB1 p-lTh"““"’G REEhENV7Z Y DSRA

*Additional information in Informatics Details section
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EGFR p.(Leu858Arg)
EGFR p.(Thr790Met)

Type: SNV

Type: SNV

VAF: 9.98% | Consequence: Missense Variant | Nucleotide Change: NM_005228.3:¢.2573T>G |
Genomic Position: chr7:55259515 | Reference Allele: T | Alternate Allele: G

VAF: 3.88% | Consequence: Missense Variant | Nucleotide Change: NM_005228.3:¢.2369C>G |
Genomic Position: chr7:55249071 | Reference Allele: C | Alternate Allele: T
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